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1.

3.

*

0\ ) e fapeft FEd d |

T gra S | fou T SEifthen %
CIB e # <’ o1 fafm Frie 81
Ekert

(1) e Pt S = safeafa 9 R |
(2) B EUE % IR AR |

(3) [TMBH AT AR |

4) IWB%aﬁaqwﬁW
T2l ()Q

g1 =l G-I ﬁq’\}:;rqawqﬁﬁq
Wﬁﬁ ;

-1
A.\ﬁn ez 1. T s
Tadaifem 2. witr faesedt
I ICLRIEE
C. Ramea 3. gESHH
fergfd
D. ¥gfeema 4 wfegEmH 4
F. =g 6. Wi 6%
w2 Cé\,g
A B C D KQ
1 3 4 1\;\@
2 3 4 2 6 1
@) 4 3 2 6 5 1
4 2 6 3 1 4
o % Rrepreres ER &
* STHTESH ed & |

(3) A-FeefifrFad g |
(4) TS HEd T |

1.

&

\reducticn
‘\Q Bridge 4.
QQ
N

O
N

ila C I B genotype used by

InD
%&, ‘¢’ stands for crossover
pressor due to

presence of a suppressor gene
inversion of / B region

(3) adeletion between / and B loci
)
and B loci

Q

Match List I with List II an e

correct answer by using

below the lists : Q)
\2\List 1

List I
A. ShultzRed- 1. Pseudo
dominance

field effect
Sister allele

B. Roh@nian 2.
tr cation segregation

c. @ le 3. Compensation of
recombination
Centric fusion

S given

elimination
E. Crossover 5. Paracentric

suppressor inversion
F. Deficiency 6. Inversion
Codes :

A B € D E F ®
() 3 4 1 6 5 2 0
@ 3 4 2 5 6 1 \g)
G 4 3 2 6 5 ‘®
4 2 5 6 3 QQ
Evolutionary a functional gene

is called 0
(1) P%Xene
2 N§é.ldo allele
xj on-allelic gene
4) Isogeny
02 (Botany)
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4. Il ST 3w
(1) S S s A B Fhar g |
(2) UL U HL A Bl GhaT 8 |
(3) STHIRTAT 3= T H & FhaT § |

(4) U qAT STEATAT Sl & 3w
FEH B THar g | @

5. U WA HY % GHARd AT,
#, guh P gr gHi Fh e B ufd
wmgﬁiﬁ@é&wiﬁmm
HHE i
(1) TI(WYisting) SEIT $Ed @ |
@) e T E |
%Q%amm%|
<! AU had @ |

N\

\26\?1 IR - AT RIS ZEHehe

\2\%

Q>
Q-

4.  Haploi Qay be used to produce

ersions

(
\Q translocations

(3) aneuploids

(4) both translocations and aneuploids

5. Inanicked circular DNA of known size
the value obtained by dividing its

number of base pairs by the nygey of

base pairs per turn is know&\

(1) twisting number %

(2) writhe

(3) linking number
(4) pitch §
C

“these 4 deoxyribonucleotide

6. O

i @ fepwept Feetyur 99 4 = 2 2 Xhosphates, synthesis of which one is
Q (1) ATP (2) GTP 8 ifferent from the rest ?
\ (3) TIP (4) CTP Q (1) ATP (2) GTP
| /' (3) TIP 4) CTP

S
7 mmﬁgﬁ%%%&
SIS bl FEIrEe | 27
(1) sgU T;;\T&
(NEEA

@) =gC

8. Sy g & fopm smfiet amen
EIREiN & g fde fepa stran @ 2
(1 Q%w (Alanine)
'&@nﬁa 35T (Aspartic acid)
Qoz. TR :
& 3) (Asparagine)
Q)Q (4) 13 3 3
) ’\'06 02 (Bota_ny) 3
<

7.  During in vitro translation which one of ®
these synthetic ribose messenger does 0

not translate into polypeptide ? ()
(1) PolyU (2) Poly G&v’
(3) PolyC 4) P IQ\
8. In bioinformatics, whi e of these
amino acids is de letter D ?
(1) Alanine 0
(2) Asparty \ﬂ
3) ine
( amino acid
o

R
)

*
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10.

%\Q)zs fcrerd g e |
%Q}Q HEE % Ted T ATd 6 SR W

Q

\

]

12.

0\

o

e A W Wiagpta Sfia FEOH Al | 9.
& fau e & %0

(1) 100 — 150 ST <Y Terwersha &l 2 |
(2) 250 — 350 ST bt smavEsRaT At & 14
(3) 450 — 550 A1 =Y TR B & |

(4) 650—750%@%@&% 1

ﬁg%wnﬁr@ﬁg\'ﬁ%ww
A BT HER , Q

2

2
BT R |

(1) 100
@) 75
G)

Y T HA TR 2 2
(1) St > > wat > u > Qfersiead ‘Q
(2) > weE > S > g > i

Q\'
(3) TE>s> w>m>uﬁz@
(4) w>ﬁ€>ﬁ>ﬁﬁz@\}w

wferen! (Rubisco) ‘

(1) SSTATBR FAGKEED
&AL FU SIS EAE |

@‘g agUeEe  Biaces
T, gRIhifea graT & |
BT wEURES  Bideds
ST T, g0 I BT € |

(4) 2 aU1 B I TGURIES D5k
T U HIATAS |

2

10.

11.

which one of these sequence is
'\0 ect ?

O

12.

Q”
Q-

To exd independent self-replicating

%?h&n, the minimum number of

es required are

N(1) 100150

(2) 250—350
(3) 450—550
(4) 650750

In a wheat monosomic, the ave @%
transmission of female game%ﬁk’én’

chromosome is
S

(1) 100%

() 75% \2\

(3) 50%

4) 25%

Bas decreasing genomic size of

Barley > Wheat > Maize > Rice >
Arabidopsis
Wheat > Maize > Barley > Rice >
Arabidopsis
Wheat > Barley > Maize > Rice >
Arabidopsis

Maize > Wheat > Barley >®

Arabidopsis > Rice 0

In Rubisco enzyme \g)

(1) Both, the large 2 Qsmau
polypeptides  ar @ded by
cpDNA. Q

(2) Only large po@ﬂide is encoded
by cpDNAY)

(3) Only @lypeptide is encoded
by, .

the large and small
peptides are encoded by

“4)
\b%uclear DNA.

2
3)
)

02 (Botany)
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Q>
Q-

13.  T=tafea < g fagor gufe 13. In fol @pg mapping populations
a. g TR | gqg'
b. ﬁ-iﬂﬂf&ﬁ \Q ackcross 1 ‘
sft Q) N Doubled haploids
G &y _ *% c. F»individuals N <
d. YIS S d. Recombinant inbred lines N
=R meaﬁ@aﬁ% ? Which one is the correct set of Qo
(1) aTdb (2) bwd immortal populations ? Q’\'
@) b e @) a@p (1) aandb (2) bandd GQ)
. (3) bandc (4) aandc

14. TEl Y oqam 3@? Th 14. Mustard variety “Pusa Jai K@l
(1) HI g = (1) Somatic hybrid <
(2 = 2l (2) Composite variety

3) e (3) Transgenic variety

T e B (4) Somacl ariant

) gEeRiUTeRT % WIgeIsh eSS ‘C’ % | 15, Of S)subunits of mitochondrial
T IugHEA! A C ome Oxidase C

(1) a+ft ugeprsal gl SLE.T.

Q TR A E | 68

all subunits are encoded by mt

N (2) Gt IUZHEAT Hgh SL.TH.T ‘;TQQ’) (2) all subunits are encoded by nuclear A
Hifsd Bl & | DNA.
(3) FaA 3 IUZHREAI (3) only 3 subunits are encoded by mt ®
KRR m@%ﬁﬁﬁm DNA. ()0
(4) HaA 4 T TR (4) only 4 subunits are encoded@b
ST, g hied Bt 8 | DNA. ’

16. ®faen! (Rubiscd) T &t uftai & e 16. Of the total protein iééen leaves,
Birict %T‘T Rubisco protem is

() qorsifere g 2 | 1) 70% \
@) 50 ST BT g | ) SG%Q(O

<2
Q\' (3) 30 wifcrerd BT 2 | (223)“%\

(4) 25wfaua g g | ( 0

GQ) 02 (Bot 5 u]
\'0 otany)
2 | $
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17. ..U, H repicen T 3 e e

TR T &R okt gt fora i
(1) Rfter sroan @A & gm @ 4

. G B SR |

T 7 |

3) Wi €. 6 wfiela e

FE |
@) F@ﬁ?wwoﬁw&aﬁﬂ
B SR | QO :
\

18. AslTE @@%)ﬁﬁgﬁzﬁq

(1) IR A YA # |
Q2 Ioe T gEivd B |
SN el B O A R |

Q}Q (4) Tt e mma A gata 8 |

‘2\ 19, 5 & e R 2w

S A TS off 2

(1) wwifa (2) grEdl

(3) <maT 101 (4) Qv 6
20. a‘T(Bragg) @

(1) fﬁa‘ﬁ@g{:@nﬁ\@qél
P g |
(3) et 1wk ghenfud freT 2 |
(4) ST Y wen g feeT g |

21. %@%?@mﬁﬁ (Gy)

*93 3T (ergs) % TR ET 2 |

6\ 2) 100 30TE (ergs) 3 TR BT 2 |

(3) 100 1Y (rads) & ST Bl 2 |
(4) 93 1Y (rads) S FUR T2 |

17.

18.

19

20.

21,

Q”
Q-

In l&?atural selection favoured the
%‘ ymine in place of uracil likely
a
N

Q
) mﬁqaﬁﬁwﬁaﬁmmﬁ%

use
Uracil frequently fails to pair with
adenine.

(2) Thymine is available in most
abundance in the cell.

(3) Uracil interferes with DNA
replication. §Q)

(4) Cytosine occasionally \\sé
converted into uracil

Protein designated aﬁ@%elated to

(1) Nucleotide excision’repair
(2) Base excision repair

(3) Base Mismatch repair
(4) Double'strand breakage repair

*
@nch one of these mustard varieties

x@o\vas released for entire country ?
N

(1) Kranti
(3) Laha 101

(2) Durgamani
(4) Vaibhav

“Bragg” is an introduced variety of
(1) Chilli
(2) Soyabean
(3) Groundnut
(4) Brinjal

&
0\
Q

N\
Radiation Unit 6@%}0 equals
(1) 93 erg,@

(2) 10Q7%rgs
Q) ads
4)* 93 rads

02 (Botany)
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22.

23.

>
\2\ (3) ad,b,c

24,

Q

\

]

R
)

?

AT Sl SR, fSEn yeear geh
1@ T 7 X e T F, =fEi i g
37T A1 5%k F| © Sl hUd &

(1) T Td Ulera gra feam e o |
(2) wmer wd T gro fea o o |
(3) Terat wg e gy feam ma o |
(4) & frr g e e
()0
fraferiga snfas f .
SR TH.
b. TH.TEA. P)
T. “dt. (AFLP)
d, )@t{.tﬁ.@. (RAPD)

HIATIHA &
) a,b,c,d

a. LP)

C.

2) a,c,d,b
(4) a,d,c.b

G YT 6§ Hewh H fRHe
qafy ¥ fRriew gar g 2

(1) =mefie
(2) wferan 0_3\'
(3) Irmefier x werferar Q)Q
(4) wrferar x

i 9 g T =gfirr Sequn
it feraTSmaT 8 2
(1)\’ T

3) SAIFH ST

(4) TG TS T T 0

\'06 02 (Botany)

\2\%

22,

23.

25.

The E@éﬂt&] design that involves
c f)& elected F> individuals to two

mbeed parents and their F1 to work out
\ istatic component was given by
(1) Comstock and Robinson
(2) Mather and Jinks
(3) Kearsey and Jinks
(4) Hayman and Griffing

Given the following
markers :

a. RFLP Q}Q
b. SNP %

c. AFLP

d. RAPD

their corr: ﬁnological sequence is
(2) a,c,d,b

(4) ad,c,b

g Which one of these components of

'
06

genetic variance is fixable in the
population ?

(1) Additive

(2) Dominance

(3) Additive x dominance

A\
(4) Dominance X dominanceé\Q’\'

In which of these ’GQ' hods the
individual traits @Q successively

ﬁcﬁon

improved ?

X
S

%@5

(9®

*
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26. Tfmar qhew A Al wH IEA 26. Whil&ducﬁng test of significance,
Froepwfa aiehesT TR & I 8 a @ se null hypothesis is accepted,
KL n it amounts to
(1) 2139 (Type-4) FRFEAE | Q}Q (1) Type 4 error
(2) T (Type-3) AR FEAE | Q‘ (2) Type 3 error R ¢
(3) <9 (Type-2) IR FEAT | (3) Type 2 error 0\
(4) <r=H (Type—l)‘gﬁﬂﬁ& (4) Type 1 error Q\Q
oS Q
27. &l 375 SOHwwd a(' wfespfa & | 27. If375 genotypes are to be evaluaf
AT T K% 39 fesTeH the field without replicatior%’\um the
(design) 2 0 appropriate design is \Q
(1) Tf@\ ESIee! (1) Completely r@g'(zed design
@ aue s (2) Randomized block design
% Ffrafiia fewme (3) Augmented design
Q (4) a9 Wue feams : -
6 (@ act family block design
X, ?’
28. TEHCUIHS €4 8 HA X uieren feumE zs&nceptually, Line x Tester design is
(Design) B 0 related to
Q (1) NCD-I¥ Hafra 2 | &? (1) NCD1
N (2) NCD-II & gafea @ | & (2) NCD I N\
(3) NCD-III & geiftra 2 | ,@ ) NCDII
(4) TTC ¥ gafoa 2 1\&) @) TTC 0@
R S
29. ARG AG =iro gfe o et 29. If expected genetic gain m@oﬁ: is
rERes s % 9 § fedrfia e deﬁnedasAGZircA/t,&eA =
ST R W& AG =TT 1 SRR, | == rc?potx_lse to selelctiorQ tensity of
2 selection, r = selec ccuracy, Ga =
il 2 TUT% AT, 6, = & phenotypic st deviation, t =
e, t = Y9 = ol breeding cycl ;
B, 99 AG % I T | &HH Then whi e above mentioned
. %Waﬁf'ﬂ% 9 comp ’&, of AG is incorrectly
0\ . ' 5 desc@
Lo e | K .
) G 184 @1 \@m @ t

. \'06 (m ] 8 02 (Botany)
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30. yofaa I oo % =1 H = TE 30. What (§ hot true about completely

THE? Y 8% ed design ?
(1) 3HhI AT AAT FHHI ICEmLL] &t is simplest in adoption and
IR | %\ analysis.

) faftm w6 gﬁ?ﬁ-@, & \b (2) Unequal number of replications

*

ST TR TR S ERA R | for different treatments can be 0\<
5 F dopted.
G 3 ;ﬁ; b (3) id?p'e data f¢ lication of ’\Q,
g issing data for any replication o
- i ) - some treatments do not complicat %Q
. . . the analysis. 6
(4) FIEAHE llﬁo 3 fore ST (4) 1t is suitable for large nu%%&
21 Qo\ treatments. \Q
31, e A @igoni o fore 3muifdss | 31, Molecular marker assi ection for
RIS 2 it quantitative ~ characte is more
1 AT ST o G9Iid bl important now because
9 T8l o7 | (1) Study eritance of quantitative
¢ %2 . = . 8 fFreif trait ot possible earlier.
Q} ) il s 2) Q ative  characters  are
% I ) ) x&gvemed by polygenes.
(3) WEATeH et i FRifa HE ard ¥ ajority of polygenes controlling
sttty Sgel ImE W e 0 quantitative ~ characters  have
.Q I=Tasiier gufdat o ;pl%atﬁ ﬂ% 21 \8 already assembled into superior
> @) E@:vﬂ'-ﬁ £ sfreafE @R Q’ﬁ\ populatl.ons under cultlvgtion. \
&7 TE 2 (4) Expression of polygenes is not free
o l ,@ from influence of environment.
32. TTfthes fafe gro S« (Di %{éﬂw 32. In graphical method of diallel analysis ®
o et @ & a9 for any character overdominance (i 0
feRagdigsa w IO W@l indicated when the Wr — Vr regreSgion
(1) g & A R e O
) ¥ IR W 2 9T Wr (1) passes through or1§\ml
3 21 (2) passes above or@ d cuts Wr
3) F FY Y O B, Wr 38 axis
X X\ 38 hredt & T Tiaerd dET i TRl (3) passes @odgin, cuts Wr axis
\Q H e | and t%l s parabola limit

’80 (4) Tt % H= @ et g 9°1 Vi (4) @ below origin and cuts Vr
Q)Q 3783 1 el 8 | \2’?‘5

.,\'06 02 (Botany) 9 o
=




33.

34.

Q

\

]

&

ver fergeraur 1 Hehea 1 Hed:

(1) Ted v o g foremfia 61 i o |
(2) frer gra ferenfira i s ot |

3) s g ferepfaa 1 8 ot |

(4) TETeITeE g ferenfia i S o |

S

=% § gFl i 3u freafey s R W

a3 & TR
(1) mﬁgﬁ\ﬂawﬁq
() TR > 48 =0 FH
€ &ammwsfaaw

T[E 91 5AH > TRt > d3f5iS

HfFers fredl & R i R adt 71 @ 7

(1) 3TET T S FAH A 2 |
(2) 4 — 10 S (IT:SSTE) AT gk\

wHd ¢ | Q
(3) HTERT EEE Wﬂﬂﬂ'@%l

(4) Teret <1 ITEE 4

o
36. THe TH (SC), @ (DC), FrEsht

(TWC) den dfeere fvedi (syn)
' freqrea & YR 9T 37

e

X(1)7SC>TWC>DC> Syn
Q(:/:) DC > TWC > SC > Syn

0\

(3) TWC>DC>SC> Syn
(4) SC>TWC>Syn>DC

<

QO'
33. The &ept of path analysis was
%@lly developed by

Dewey & Lu
Q}Q (2) Fisher
M (3) Wright
(4) Mahalanobis

34. On the basis of grain yield perform

in sorghum, which of the 5@1@
ne

sequence is correct 7

(1) Vybrid > Hybrid @&i
(2) Hybrid > Vy@x ureline
(3) Pureline > Vybrid > Hybrid

“ Pum&> Hybrid > Vybrid

Q

35. is not true about synthetic
‘\ ieties ?

20 (1) Base population consists of inbred

4 lines.

(2) 4 — 10 parents (inbreds) may be
involved.
(3) General combining ability is teste
(4) Varietal maintenance is difﬁt)Q
.

36. On the basis of theort mean
performance of si Qoss (SO),

double cross (D ee way Cross
(TWC) and s @c;\ (syn) variety, the
correct s@s

1) S C>DC>Syn

Q TWC > SC > Syn
C>DC>SC> Syn

Q@
(

\2%0 SC>TWC > Syn>DC

10 02 (Botany)
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37. JCIUET oA bt wnfa fommew @ 37. The pn&s in ideotype breeding is
ERIERESUIE & y affected by
(1) TTCY 9T S S fie A7l o R \Q Asymmetrical size among plant
(2) ITGT T B TR &gl 3 &7 pars
(3) wgwwTfEr w arERen geyf % _ . Q
HT @ (3) Pleiotropy and genetic \
) background. %Q
(4) &N H AT~ W @

ST 3T e B (4) Traits arising at different tim

*

(2) Compensation among plant parts. 0\<

0\ from different meri stems.Q%
38. Tt Iy I uSa A H | 38. Breeding method not dommonly used
TEAT T TIH ! A ATt for improvement of inbred lines
available fi rid development

Q} 1) amee 9gfa g | (1) PﬁiﬁQzemethod

% (2) e Gentor fafer 2 | ‘ ack cross method
(3) WW% | ’8%) Gametic selection
:\Q (4) SeafEd T R | 6%{\\ (4) Mutation breeding N\
39, Frafaftea @ 9 $= ot R 3T 39, Which of these assumptions of0®
<1 STerdT aftehedT 27 dominance hypothesis for hetcrosg'{"g)
(1) et 31 & forg S et incorrect ? ’\Q
AT AHEIH Bl & | (1) The genes re 9(: for
) heterosis  are ant and
) & S wurE guidan beneficial. | )
‘JT% FHEd 2 | (2) The gene cts of the loci
., ¢ : involv d& completely additive
&ﬁﬂﬂ?ﬁ T TR FEeTm B ¢ | in natlre;
Qo ) 3) ’Qs linkage between the loci.
’\ ) aé’fgz% SIS <Y STk T o |10 4) eased vigour can be measured
Q)Q T HhaT R | terms of selective advantage.

. \96 02 (Botany) 11 o
=



40. FayTHEE FEed wH A FH A HA | 40.  Whi

AFIEE R ? nce in the decreasing order of
eeding depression ?
(1) TesrepT — ST/ — @S — T 1) Alfalfa — Pearl millet — Onion —
w Q?}Q Mung bean
(2) < — Rt — @ — 10 \2\, (2) Pearl millet — Alfalfa — Onion —
. Mung bean . {
(3) T — @S — 9 - 7 (3) Alfalfa — Onion — Pearl millet — 0\
Mung bean Q
(4) s5U "W"‘mé (4) Pearl millet — Onion — Alfalfa — Q’\,
Mung bean %
G QO
41. T § BN oI g gafed 41. Which one of these is rela Qlale
27 0\ sterility in pear millet ? 8%\'
() {8&1)3%&6;13&1 (1) Cina cytoplas Q)Q
) (Milo) T g (2) Milo cytoplas
% % (Tifton) HIRH 257 (3) Tifton cytoplasm
Q}’Q (4) UHTH (Tms) HIRTH 57 méoé; oplasm
e 3
42. ﬁrﬁw%watﬁﬁi@m 1 AL B GQThe law of homologous series of
'Q (1) B 3 femr e | ’Sz variation was postulated by
> 3 Q ’ (1) Stadler \
2) 3 feamem | GQ) (2) Gustaffson
(3) vt feEman | %\9 (3) Shull
(4) %ﬁaﬁa%ﬁmm\Q (4) Vavilou 0@
&
e 3\
43. =T A OSSR 99 shide (ICRISAT), | 43. Besides  ICRISAT @rabad),
BEUETE o STATE chickpea breeding Qe h is also
(1) @Cwm,mﬁﬂﬂ@m% | conducted at Q’\'
x@:’sedgv (ICARDA), Hifen & i g ® | & CIMMY&X“’O
. @) 1 Syria
0\ (3) 30 (IRRY), frefiors=a 7 off € @ | o
Q . ( , Philippines
Q’\ ) ;ia;?‘éﬁ (AVRDC), dsam | \2@, \VRDC, Taiwan
\'0 O 12 02 (Botany)
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) ()O
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44,

45.

Y\@\

Q

\

]

GQ’
O
>

47.

F2 iét §, 37 : 27 1 Aol 9

YTH BIaT & St Jeerdt A

(1) < foeret & famedt =R
HAE |

(2) @ foreuet & fmedt sr=n=fsRT
 FHAE |

(3) = foeyeti % famwpedt IRI=Rw

FWE | &«m

(4) U= foeae &
FAa |
FHIH e FEAT gﬂu%mﬁ
9 gt ol 1 g3E
femm o |
T

(1) & (

)

( (Richmond) = fezm =1 |
(Harrington) 3 feamem |

o 9 forad, Twfy < hae =W
LTI T8 9Td & 2
(1) 3RS el T
(2) 3SR AR T
(3) wErEd ITTSIE T
(4) AU SFISE T
SfienT SR gyE:
(1) At w aﬁa

R R |

() StAEmTEE. %aﬁaw%n
(3) .3

AR E |

4y i 7 oft. ShiETer o S TR B |

48. Eﬁ@mwmﬁqm

QQ

aﬁa%?

(2) TR
(3) weft
(4) gt

02 (Botany)

44.

45.

46.

\?

47.

48.

Q>
Q-

In E?&ation, phenotypic ratio of
% 1s obtained when in epistasis

%\ ) alleles of 2 loci interact

\e

(2) alleles of 3 loci interact
(3) alleles of 4 loci interact

(4) alleles of 5 loci interact

As a modification of Pedigre \Ed,
“bulked progeny test m ” was
suggested in cotton by %

(1) Hays %

(2) Frey

(3) Richmond

(4) Harm}&tq

In whi the following only extreme

P ypes remain in population ?
Genetic assortative mating
2) Genetic dis-assortative mating

(3) Phenotypic assortative mating
(4) Phenotypic dis-assortative mating

Brassica Juncea is probably a cross

(2) B nigra and B campestris ()

\'*

(3) B aleraceaand B camp@
(4) B nigraand B caﬁ.@
Which one of th st is a potential
source of dio loid ?
(1) Cum
g\%hugreek

Coriander

between

(1) B nigra and B aleracea




O
N

49. Hﬁﬁﬂ:{ w%m;aﬁﬁaqﬁmﬁa 49. Whi QI{B of these is produced by

Bare ? selfing ?
(1) T (2) @: yd Q Hybrid (2) Inbred
(3) TN 4) Wé’ﬂ Q@} (3) Clone (4) Pure line
50. S0 5 Th fHe & I WS B 50. For production of certified seed of a 0\<
Jeared i o forg el gl pearl millet variety the isolation Q
(1) 200 a1 (2) 2l | distance will be »6\'
(3) 800 T B | { 1000 et gt | (1) 200 meters  (2) 400 meter, &

R ¢ (3) 800 meters (4) 1002
51. @Wﬁﬁx&‘@h c 51. The basic chromosome ‘ﬁ@aer of
(1) x=1 | (2) x=20TAR | groundnut is \Q
s (1) x=10 =20
3) X3 | (4 =13 |
@ JEOERE L (@) =130 Ry \%&:13

52, wftrarail # feraes gro fossita 52. In which of the following processes the
GRS UTeT Y % SHEY BT 2 develop plant is similar to
Q}Q (1) s (Transgenesis) Cf)n v(T’ 9t pIa'nt breeding 7
_ - ansgenesis
% (2) TamsHfaE (Cisgenesis) é,‘(:isgenesis
3) gZeHTEd (Intragenesis) Intragenesis

0\ 3
(4) UFSHTEE (Pangenesis) 20 (4) Pangenesis

| 53. 38 @ M, HRH FAHEE ﬁﬁ“@ 53. Which one of these is an epigenetic \

TSI HIT 2 2 cause of somaclonal variation ?
(1) ToRE favRE (1) Chromosomal abrasion ®
) ﬁ%mﬁaﬁq \Q (2) Point mutations Q
(3) gfEdasie gitpadn (3) Transposable elements ac ivaggn
) frdrefe / (4) Methylation:’demethylzé"
0\
54. TR F IEER, T AEY | 54, According to  stabili statistics, a
g afgmor § werlE ararElE genotype exhibiting small magnitude
» TERIA ST of among € ental variance will
'\ 2159 (Type) — 1 fRmar 2 | have "\
QQ (2) <59 (Type) — 11 FTRR@T 2 | (1@ stability
- — ( e Il stability
Q’& (3} = (Type)—Ll gl &Type T stability
Q) (4) 29 (Type) - IV FRT 2 | 4) Type IV stability
,@, u] 14 02 (Botany)
D Q
) ()0
. \Q



Q

\

]

55. TRrar & el g A & Jaed &
IIIR Th RE SHy®9 &1 3HHA
ARV H ITYH BH o [T¢ FHIZ
TOTe (bi) T HH
(1) 181 =nfa |
(2) 19 3ferss gAT=IfRT |

(3) 1% 59 BAT=IRT |

(4) ¥ BT | (Q
it T faver §, W@m

a:ﬁwmwmﬁm :

(1) 4 =92 @%1

(2) pEcHh 21
BATR |

@) K
(4) QB FETR |

56.

ENE
TP forai o fomrma o fow fFEm 2 |
2) g 991 o Tt & T & fag
AfEr g |
(3) et ferwi o forepra o foe aifamd 2 |

a7

&

(4) sgpn foreni & foem & fog
At | g
&
58. nﬁﬁmﬁaﬁrwﬁm%z@
9T R :
(1) dfzee fran & Mé fag
FfFEE R | <
() fTubafrais foustEr g |

(3) e ol o Toypra & forg afard 7

(4) € I95pa et & fepm % g
aﬁ@@

‘ yrerfies 2rEsiftes g
0(2) Tocftes grestifiies g
(3) Ta-gresnifies gra

59

<\8

55. Accor @Q)to Eberhart & Russel’s
r stability a stable genotype to
suitable

for favourable

vironments should have regression

\2\% coefficient (bi) value ?

(1) equaltol
(2) greater than 1
(3) lessthan 1
(4) equal to zero

56.

il

In generation mean analysis, additi@
dominance interaction is rep@%
by \Q

(2) °j’ component %

(3) ‘k’ component

Isogenic li are essential for the
develop of

(D C@Josite varieties
ire line varieties

(1) °i’ component %
(4) /" component
&

Q Hybrid varieties
’\\, (4) Multiline varicties
N
58. In maize, S1 progeny selection has
been found most promising for the ®
development of 0

(1) Synthetic varieties ()
(2) Composite varieties ¢

Q
(3) Hybrid varieties

&
(4) Pure line varietieb’\,
)

59.

uble trisomic

In barley hybs ed production has
been done(usi

(1) P risomic

(;é% trisomic

(

GQ) (4) wgfera fretareh gresiiiies g Balanced tertiary trisomic
] \Q 02 (Botany) 15 x ]
@

>

&
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60. S T T SiSt eoT TUTere & Hefra @ 7

O
N

60. W '&c of these is associated with
utritional quality ?

1) 3 -2 %
) Opaque —2
2) AE-10 Q
@ \z‘?} (2) Norin— 10
R 3
(@) fer-20 (3) Tift—20 06
4) S (4) Dee-gee-woo-gen Qo
61. S« UH EWUUR WQ)QK 3T T 61. When genetic cause of heterosis is.&)Q
CIECINED HRT stfesrarfear 2 overdominance in a self-p@ d
s = = f@Ea? : crop, then it is appropriate t% lop
(1) 3@;@:{ F| 9t (1) Short-term Fi hbe\Q
(2)-§ - (2) Fy hybrid
: . 3) Pure lines as good as or better than
,@ | R ST J1eET 36 TEa TG W . _— -
Fy hybrid
e
4 1 ed parental lines for

Q\Q}Q (4) F Tt fore 39d ST sl <6l

&

elopment of F; hybrid

*

&.

62. MW%WW%?WQH#T >@\ Color of tag for foundation seed
1) me% | )é\ certification is
() Hendard | Q)Q (1) Golden brown N\
P 06 (2) Blue
& ! C:)\' (3) White @
4) T ‘ﬂ?“?‘“‘%\Q (4) Golden Yellow Q
& \9
63. Tk ShITSTehT =56 | BT JUTEAT 63. The shortest phase ina ceT@e is
1) G @) G® I 1) Gi Q 2
G M2 | (4) S?I @) M Q)&x’ ¥
N ¥
&Q Frreft sfiw foman o £, creorsiey SigaTd 64. Incas whibitory gene action, the F2
p pic ratio will be
(1) 13:38m1 () 9:7=m| \2@1’)\13:3 -
(3) 15: 181 (4) 9:3: 4T | 3) 15:1 @) 9:3:4
w] 16 02 (Botany)
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G
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65. Tr=fafga i@ o4 sHama fafew 2 2

(1) sfer=u
(2) 3TEHT HU
(3) wETHT et
(4) e femmi

66. TH Y I T o i Tdfa B 7
(1) &5 &=
S
O

(2) IER ™
(3) Usfiga e XS
&

(4) sHIrd s

67. SdI9 HhUl
it o

27
(2) BC,
4) BC,,

A
\2\ 39 ot <t fome

(1) 3mE.-20522 |
(2) HATE.-25082 |
(3) AR.E.-26248 |
(4) IR.E.-2794% |

%)
IR

o =1 Bt

(1) HiepTd Seemar 2 |
(2) S

(3) T HEAEE |

(4) THH FHEA |

69.

, i H gy Fet
% 99.8 yfcrwra i1 w1

oy wd gfle yaifa & % fau

&
S
N

65.

66.

67.

68.

N

69.

QY
Which &é following is non-ionizing

radi !
eta particles
Alpha particles

\%) UV rays
e

(4) Gamma rays

Which one of these is a progeny of
breeder seed ?

(1) Nucleus seed
(2) Foundation seed
(3) Registered seed
(4) Certified seed

o
During back crossing, w, i%\a Cross
generation represen .8 percent
genes of recurrent parent ?

(1) BCy (2) BCs

(3) BCo (4) BCio

For sa%iﬁty and alkalinity affected
the suitable barley variety is

CO) RD 2052

(2) RD 2508

(3) RD 2624

(4) RD 2794

The fruit of coriander is called as
(1) Schizocarp
(2) Caryopsis
(3) Nut

(4) Achene

&
QQ
N\
Which one of the ;l®g exploits all

components of ¢ variance ?

(1) Pure l%\'

(4), Open pollinated varieties

(W varieties

06%

$




71. T T wied S # Afe S A
Seqfeada & 10-8 2 qen <A B 10702
o U sae, foed gl 54 A 991 B
Ifatda 2, & Tehe BiH <hl STTRAT

(1) 1x1088nft 1 (2) 2 10-82rf
@3) 1x10-142nfi | (4) 1x 107280 |

72. ﬁzm%wﬁu@aﬁq&m

(klenducity)
(1) T

73. e mufy & il & Ffea Sel %
HeRTOT B I B AT ST TR JET 6
ffire Treel % ANEH T HETSR T T
TSI T ¢ F’wmmaﬁ@m%

(1) FTsiel T 6@

(2) ST SE

(3) zﬁmﬁaxw
(4) aﬁwﬁaxy@%@w

74, T ¥ P 3 S 9 W e
qare ?
S’Wﬂﬁm%mm

\Q(Z) L CIRURRIE AR EEE!
(3) Sust H 3Afd o fIe S5
(4) e gfaee & e 5=

QO'
&d plant species, if mutation

% gene A is 107® and the of gene B

10, then an individual with
mutations in both gene A and B may
appear at a frequency of
(1) 1x10°*
(3) 1x107"

*

\

2) 2x10° N

4) 1x%10? ézo
4

With reference to insect vectors,
term klenducity is related to \'0

(1) disease escape

(2) disease toleran %\Q

(3) disease resist

(4) disease susceptibility

3 %{ﬁﬂ' considering contribution of
erent

components of  genetic
varlatlon arising from crosses between
random pairs of plants in a population,
the inbreeding coefficient ‘F* will have
squared value for

(1) additive variance
(2) dominance variance ®
(3) additive x additive variance g)o
(4) additive x dominance vauQ'
0\ :
Which one of the %g involves
interaction of tw tic systems ?
(1) Breedi salinity resistance
(2) Qfor drought resistance

Breeding for biotic stress

(@eeding for yield improvement

02 (Botany)



75. Uk Gl F, FoAl i 7Td 3u 250 g/die
B qUT Sumferes 60 Sfawa & | fe 3l s
i F, Fedl 1 3ited 399 370 g/dten
2 dt o fadies s oM

(1) 120 g/dter gnm |
(2) 72 g/atear B |
(3) 18.5 g/dlum & | (Q
(4) 222 g/ateTERT | ()Q

XA

=0 ¥ %A REm
AT T8l &

76.

CRISPR —Cas 9

>

77. 39 fored | F, et i Iemidar 6l

TR TR grr efia gl 8
-Q (1) fed gt 3 4
N Q
| Q) FRefeRE 6
(3) HTUe TeRt 3T

>
Q}Q

a¥ 2014 6, PPV &
agaaﬁww%@%wﬂw%

fore srmaeHi = 1 5 fopm 2oft o
off 2

M

(4) W FHL 3T

Yebei < foru gafersh of |
‘Q) ferart @ fore waferss oft |
Q) e feperi o forw waiferes off |

& differential will be equal to

L
QJQ’\' (4) ga: == Tt o foru waifess ot |
\'06 02 (Botany)
=

Q>
Q-

75. The @Qy{eld of 100 F; families is
t with heritability of 60%. If
ean yield of top 5% Fs families is

0 g/plant, then the selection

(1) 120 g/plant
(2) 72 g/plant

(3) 18.5 g/plant
(4) 222 g/plant

GQ’{\S

76. Which one of these is not la

editing technique ?

Q‘?
\2\%

(1) ZFNs

(2) TALENs

(3) T-DNA Ifisertion
(4) CRI&% 9
()

’l@actlcal usefulness of superiority
hybrid in yield performance is
rcﬂected in

(1) Average heterosis
(2) Heterobeltiosis
(3) Relative heterosis ®
(4) Standard heterosis ()0

A\
By the year 2014, maximum mf; Q‘of
applications received for r@ion of
plant varieties under % FR Act

was in the categorjé CQ)

(1) New varle

2 Extan[% ies
3) Fa\Qs varieties

( ntially derived varieties

78.

*

S
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>

NS

Q°
&
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79. S, 6 cRomad fpusa -k 79. In @iﬁnded double helical ‘C’ form
&Y 1 2 & i h e @ 5& A the perpendicular distance
tween two base pairs is
(1) 34ATHREL (2 26ATRRI Q}Q o 84h 55 B A
(3) 33ATME 1l (4) 3.TATARI N 3) 33A @) 3.7A p
80. oY 2016-17 % QA mr:[ o 911 6! 80. During the year 2016-17 the area under QO\
T BT T SARA pearl millet cultivation in Rajasthan \
(1) 30emE . o | (2(96@% o | was approximately G%Q
(1) 30 lac ha. (2) 401lac
(3) 50TmER. m@e 60TTER. o | 3 ohcs @ 6 %
81. ﬁﬁﬁﬁ%ﬂﬁéﬁﬁ?@%‘? 81. Which one of thes Q}Qesi cotton
M @lﬁ— 1947 variety ?
% (1) JKCH -1947
@ -314 _
(2) Rasi-314
Q ) ST (3) Bikaheti Narma
Q} (4) S -8 (4)
82. Wﬁq@@ﬁmaﬁqaﬁwzﬁ he first white seeded cow-pea variety
T é) of Rajasthan is
N
(1) MH.-1012 1 Q)Q ’ (1) RC-101 \
(2) IRHL.-197 | 6 (2) RC-19
(3) I3 402 | C:)\' (3) RMO —40
(4) TEEERE | (4) Maru Bahar Q®
G
83. gﬁma;gsqﬁ $ e 83. The number of stamenSO\n@ ander
1) 38AR1 () 4T ?1")"";" '8 ’&
(3) 71 (4) 6EAIE | 3 5 Nt 6
© O
w 3o ‘frofra o R AW A | 84 Whicl%g these is also known as
ft ST ST R ? m@ ice variety 7
(1) IR 50 (2) 3TE.IAW. 8 50 (2) IR8
(3) FE.AT20  (4) 3.3 36 \aq [R20 ¢ IR36
20 02 (Botany)
S
@)
N
QQ
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85.  3TTe] ol WU ITM &g
2) st |

(1) =32

(3) clel smiteg 1(4) WA ® |

86.

GESE WE 0.25 BId §U I STEET

Hgaaar i, AB/ab F, & Sv==ar 8 uH

& 9t AABB F, safdan
(1) 6.259fawa Bt 2 |
(2) 14.06 Sfaera gt
(3) 24.01 wfcera

<

(4) 4825 %Z‘§\1

N

87. WM @Gﬁqm“ﬁqz”aﬂt@

179Gﬁeﬁ RN
3) 1.895ft&. w12 |
(4) 1.9950 . F18 |

o

87.

’80

85. The ’p&& centre of origin of potato

nina (2) Abyssinia

cpSouth America (4) India
5

with
the

percentage of AABB F, individuals

obtained from selfing AB/ab F is equal

In

coupling phase linkage

recombination value of 0.25

to
(1) 625
(3) 24.01

(2) 14.06

(4) 48. Q

The draft whole gen
reference pearl millet genotype “Tift”

is approxima
(1) 1.69
2) L

J€ Gb
1.99 Gb

sequence of

88. WU forweiyul grT SSr&d| o 9= 4&8 In genetic divergence between a set of

06

X
S

S

\ H el fafawar w@ e Q,\ genotypes determined by meteroglyph
X qUTY & W analyses the X and Y axis represent
(1) Eﬁ?ﬁﬁﬂ'{?ﬁﬁ | %’& (1) Two least variable characters
(2) < waifees e e[ @ Q (2) Two most variable characters
(3) =g forew ARy - (3) One most variable and anc;{'eg)
|dE | least variable character «
(45 S i A e ® | (4) Any two variable chbc@\
N\
89. fTeneft wEs H, 1 x 104 89. For recovering ygcessive gene
AT 0.99 GHTfeIT 6 1Y, Th mutation in a species (diploid)
. S st T = with mutagiefitete of 1 x 10 and
6@; M, el 1 T 2 e 99, the number of Ma
e examined would be
8 (1) 2326080f 1 (2) 46520 @nt | @) 46520
Q)Q (3) 69780TIM |  (4) 93040 &Nt | (4) 93040
@ 02 (Botany) 21 x]
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90. FHiwicy # IfeEaEs mRNA U

g1.

=1 wfer swif¥ent wfafafa wen
(1) THAFSH AR |
(2) FEEAHSTEAIR |

(3) THETHE R |

(4) TH TG A 2 |

FEd 8 ?

*

(1) 5'—AACA ’@\:3'
@) 5'- u-3'
3) 5'-BOEGAGGU -3’
GCGGU -3’

(4)6%

9 .x&lﬂ'@ﬁt—RNAGﬁ?ﬁﬁ'@T

&

93. T ¥ fepHepl 3T (Ochre) HATIS

Q

\

]

94.

(1) 2282 |
(3) 300 &K |

HISH HEd & 7
(1) UAG (2) UGG
(3) UAA (4) UGA

T4 €.wA., i fopd
U -HIEhe T
(1) AYEY
(3) PwEY

3 & fopg &mmﬁ@gﬁm

(2) 6282 |
(4) 350 @2 |

&g H

7

Ne .

<
SN
2

O

L
Qo
90. In @iyotes, the number of copies of
alent mRNA molecules per cell

o
?)\Q (1) one to few
p (2) several hundreds
3)

)

(
A\
\Qo

Which one of these base sequenc @)Q

ten thousand

one million

91.
known as Shine — Delgarno seq
(1) 5'— AACAACU —3' c},
(2) 5'-AGGAGGU Q
(3) 5'-UGGAGG
(4) 5'-CGGCGEU ~*3'

92

. The number of t-RNA genes in E.coli is
(1) (2) 62
3 (4) 350
=

Q\ Which one of these is known as ‘Ochre’
stop codon ?
(1) UAG
(3) UAA

A

(2) UGG
(4) UGA

94. In which one of these forms of doub)@

helical DNA the Phosphate — @

backbone forms central core ?\,
(1) A form )

(3) P form orm

95. To which one of

the proces:

g

( Q}lontic selection
Haplontic selection
(4) Mutant expression

election sieves,

“Certation” is

02 (Botany)
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96. Trafefga & 9 =19 gvesia &1 I
T2
(1) TREaiEdT
(2) uftrefieo
(3) SIIRTH BT

(4) <= wqmar

97. 3. SIS T I oieh YU (lac operon)
%@mRNAmwagam@a
RECESE RTINS
(1) 1:1:18m@8 ®
@) 1:2:1
(3) 1:0.5:4° g1
@ 2:4Q 2

98. wmaaﬂmﬁnh
(Ep I fepam e |

\% reR we g 3 e e |
Q) e T

‘2\ (4) 3= J fepam o |

99, e waTR svwur & foTw ArETeHes wern
ST T[T ALV o &< g o1 3TANT
gagem

(1) & gr fepam e |
(2) g g fopar mar o | c:)\,

(3) @amieE g fema
4) ﬁwmﬁﬁmwm%\%
100. ATATCHS &0 I EI|
S =
(1) SEUSl Sgd G U1 qE eI S

=

(2) Sk GHEYAT g0 9dl T8l

0 HHars |
(4) TETHT S gRI 9aT ATgl o S
 gHarg |

<\8

Oéq

96.

aramutation

%\ Methylation

(3) Genetic imprinting
(4) Gene conversion R

97. In E-coli when single lac mRNA
molecule of lac operon is translated, the

ratio of B-galactocidase, permease andé

trans acetylase is 0
N

1) 1:1:1

() 1:2:1 \Qc')
(3) 1:05:02 Q)

4) 2:5:0.2 %

98. The term “Quantitative Trait Loci” was

coined by

(1) Geld

2 M d Jinks

(3) Wright
&machalam

¢

9Q®1e qualitative
é\, characters with quantitative characters
)

for marker assisted selection was first

association  of

4

used by
(1) Law (2) Sax
(3) Swaminathan (4) Jinks 0®

)

-

100. Major genes affecting qum@e
traits can not be detectes:d’@\Q'0

(1) Multi model dé's@on

(2) Offsprin ent resemblance

eity of variance

(Q%nal distribution
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